Accelerating genome to phenome research
for farmed animals in Europe

§> FUrOFAANG

EuroFAANG is a coordinated effort to unravel the connection
between the genetic make-up of an animal and the observable
physical and physiological traits. The EuroFAANG projects aim to
address challenges in farmed animal production.

Bringing together a wide range of genomics, bioinformatics,
modelling and open data expertise, the six projects are laying the
scientific foundations for a new era of farmed animal production
based on:

Biological efficiency Precision breeding
Reduced environmental impact Feeding a growing population




The EuroFAANG community is suported by

six key projects
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Visit the project websites to find the latest tools and

resources for the breeding and livestock farming

communities. Project data will be available on the é
FAANG Data Portal powered by EMBL’s European ; :
Bioinformatics Institute (EMBL-EBI).
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